Figure S1.1. Identification of contaminant OTUs in mock community. Each point represents an
OTU that was observed in the mock community datasets. The radius of each point is proportional
to the maximal relative abundance of the OTU observed across all mock datasets. The position
on the x-axis shows the % identity of the OTU to its best hit among the sequences used in
constructing the mock community. A) The position on the Y-axis shows the % identity to OTUs
observed in other datasets that were sequenced in the same MiSeq run. B) The y-axis shows the
maximal relative abundance of the shown OTU in non-mock datasets. (Data used in constructing
this figure can be found in Supplementary Table S2.1.)
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